“Ek-68: Efe Anist Ekotipi

Tari

Bal Arisi (Apis mellifera Anatolica)

Trks

Efe Arisi Ekotipi (dpis mellifera A.)

Yayilma Alan

Ban Ege, Glney-Batt Marmara ve Bati Akdeniz bolgeleri (Cam
bhal iretim alanlar)

MORFOLOHK OZELLIKLERI

Karmn Orta bityliklitktedir.

Kitin Rengi Agtk kahverengiden koyu kahverengine

Kil Ortiisii Is¢i artiarm kil Ortilst kahverengi ve gri, erkek arilarmn kil rengi
i sar1 ve siyah arasindadur,

Kiibital Indcks 2.45£0,149

Dil Uzunlugu, mim

6,050,211 mum orta uzuntuktadir.

T3+T4 Genigligi, mm

4.813+0,371

On Kanat Uzunlugu, mm 8.643+0,075
Arka Bacak Uzunlugn, mm 7.381x0,122
Metatarsus Indeksi 58,10+1,78

Kal Uzunlugu, mm

Ort.. 0,29-0,47(0,34=0,06)

Tomentum indeksi

1,62+0,27

DAVRANIS VE FIZYOLOJIK OZELLIKLERI

Mizag Orta derecede uysaldir.

Gelisme Kulugka performans: vitksektir. Ilkbaharda gelisme hizi ¢ok
yiiksektir. Afustos ayma kadar petek isler. Kendini ¢am balina
hazuiar,

Kiglama Yetenegi Kendi bolgesinde kiglama yetenegi iyidir. Az mevcutla bile
bahara gikabilir.

Hastaliklara Dayanma Nosemaya dayanikhdur.

Ogul Yerme Egilimi Ozl egilimi diigitkttr.

Propolis Kullanma

Propolis kullanma egilim: donem ihtiyacina gére artar ya da
azalir,

Yagmacihk Egilimi

Yagmacilik egilimi ¢ok diisliktiir.

Sasuma

Diigliktir.

Diger Ozellikleri

Pamuk, avecicegi, ari otu(faselya), okaliptiisten ve bolgedeki
dogal floradan polen ve nektar toplama yetenedi yitksektir, Cam
ve sedir florasing ¢ok iyi kullamir ve bal tretimi yitksektir. Petek
isleme hiza yitksektir. Mayss, Haziran ve Temmuz aylarinda her
bolgede biytik gelisme gosterir. Ozellikle polen ve an siitil
itretiminde kullantlmasi ¢ok nuygundur.

Morfometrik Ozellikler

Ege
Balarist drnekleri
Bacak Karakterleri Ortalama Std. Sapma
Femur Uzunlu@u 2,488 0,037
Tibia uzuniugu 2,682 0,067
Metatarsus uzuniugu B 1,911 0,041
Metatarsus genishigi 1,110 0,032
Toplam bacak uzuniugu 7.381 0,122
Metatarsus genislik/uzunluk oranm (%) 58,165 1,811
Kanat karakterleri Ortalama Std. Sapma
On kanat uzuniugu 8,643 0.075




On kanat genigligi 2,886 0,034
On kanat genislik/uzuniuk orani (%) 0,334 0,003
Kibital A uzunlugu 0,499 0,020
Kibital B uzunlugu 0,241 0,013
Kiibital indeks degeri 2115 0,149
Tergit 2 rengi (Osiyah-sart) 6,347 0,532
Tergit 3 rengi {Osiyah-9sart) 5,267 0,425
Tergit 4 rengi (Osiyah-9san) 4,359 0,317
On kanat A4 agisi 32,842 1,100
On kanat B4 agist 101,675 2,392
On kanat D7 agisi 100,883 1,833
On kanat E9 agist 18,442 0,610
On kanat G18 agisi 91,966 1,500
On kanat J10 agisi 54,657 1,979
On kanat 316 agisi 88,470 1,836
On kanat K19 agist 76,359 1,748
On kanat L13 agisi 14,695 0,730
On kanat N23 acisi 87,188 1,659
On kanat 026 agis) 40,725 2,438
Arka kanat Kanca (Hamuli) sayisi 21,608 0,713

Ayrigim Fonksiyon Analizi ile Bati Ege balarisi populasyonunun diger
balarisi ile olan dagilim grafigi
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Genetik Ozellikleri:

mtDNA COI-COIl intergenik bélgesi: 1 haplotip

Haplotip 1:

ATTGAACTTARGATTCARATATARAGTAT TTTTAAACTTTTATTARAATTTCCCACTTAATTCATATTAATTTARA
AATAAATTAAT ARCAATTTTTAATARRATAARTARTTRAAT TTTAT TI TTATATTGAAT TT TRAAAT TCAATCTTARR
GATTTAATCTTTTTATTAAAATTAATARAT I AATATAMNTANAACAAAATATAACAGAATATATTTAT TAARATT
TAATTTATTARAATTTCCACATGATTCATATT TATATTTCAAGAATCAAATTCATATTATGCTGATAAT TTARTTT
CATTTCATARTATAGT TALAALAAT TATTATTATAATTTCAACAT TAACTGTATATATTAT T T FAGATTTATTTAT
AAARCARATTCTCARATTTATTTTTATTAAARRAATCAT ARTATTGAAN T AT TTGANCANT TATFCCAATTATTATT
CTATTAATTATTTGTTTTCCATCAT TAAAAATTTTATATTTAAT TGATGARATTGTAAATCCTTT T TTTTCARTTA
AATCARATTGGETC

mtDNA Sitokrom B (Cyt-B) bolgesi: 4 haplotip

Haplotip 1:

TCAGGACARATATCATATTGAGGTSCARCAGTTAT TACTAATCTTTTATCAGCRATTCCTTATATTGGTGATACER
TTGTATTATGAAT T ITGACCTGGAT T T CAAT TAATAATGCTACATTAAATCGATTTTTTTCTTTACATTTTATTTT
ACCATTATTRATTTTATTTATAGT TATTCT ICAT L TATTTGCCTTAC AT TTARCTGGATCATCTRATCCTCTTGGA
TCAARTTTTAATAATTATAAAATTTCATTTCATCCATATTTTTCAATTARAAGATCT T TTAGGATT T TATATCATCT
TATTTATCTTTATATTCATTAATTTTCART T TCCATATCATTTAGGAGATCCAGACAATTTTARAATTGCARATCC
AATARATACTCCAACTCATATTAARCCTGAATGATATTT CCTATTTGCATATTCAAT T TTACGAGCAATTCCTAAT
ARAT

Haplotip 2:

TGAGGACARATATCATATTGAGGT GCAACAGTTATTACTAATCTTTTAT CAGCAATTCCTTATATTGGTGATACAA
TTGTATTATGAATTTGAGGTGCATTTTCAATTANT ANTGCTACATTARATCGATT TTTTTCTTTACATT TTATTTT
ACCATTATTAATTTTATTTATAGTTATTCTTCATTTATT TGCCTTACATTTAACTEGATCATCTEATCCTCTTGGA
TCAAATTTYAATAATTATAAAATTTCATTTCATCCATATTTTTCAATTAAAGATCTTT TAGGATTTTATATCATCT
TATTTATCTTTATATTCATTAATTT TCAAT T TCCATATCATTTAGGAGAT CCAGATAATTTTARARTTGCAALTCT
AATAAATACTCCAACTCATAT TARACCTGAATGATACT T CCTATTTGCATAT TCAAT TTTACGAGCAATTCCTRAAT
ARAY

Haplotip 3:

TGAGGACARATATCATATTGAGGT GLAACAGTTATTACTAATCTTTTATCAGCAATT CCTTATAT T GGTGATACAR
TTGTATTATGAATTTGAGGTGGAT TTTCAAT TAATARTGCTACAT TAAATCGATTTTTTTCTTTACATTTTATTTT
ACCATTATTAATTTTATTTATAGTTATTCTTCATTTATITGCCTTACATTTAACTGGAT CATCTARTCCTCTTGGA
TCARATTTTARTAATTATARAATTTCATTTCATCCATATTTTTCAATTARAGATCTTTTAGGATTT TATATCATCT
TATTTATCTTTATATTCATTAATT T TCAATTTCCATATTATTTAGGAGATCCAGATAATTTTAARATTGCARATCC
ARTARARTACTCCARCTCATATTARLCCTGAATGATACTTCCTATTTGCATATTCAAT TTTACGAGCANT TCCTANT
ARRT

Haplotip 4:
TGAGGACARATATCATATTGAGGTGCAACAGTTATTACTAATCTTTTATCAGCAATTCCTTATAT TGGTGATACAR
TTGTATTATGARATTTGAGGTGGATTTTCAATTAATAATGCTACATTARATCGATTT TTITCTTTACALITIATTTT
ACCATTATTAATTTTATTTATAGTTATTCTTCATTTATTTGCCTTACATTTAACTGGATCAT CTARTCCTCTTGGA
TCAAATTTTARTAATTATAARARTTTCATTTCATCCATATTTTTCARTTARAGATCTTTTAGGATTTTATATCATCT
TATTTATCTITATATTCATTAATTTTCAATTTCCATATCATTTAAGAGATCCACACAATTTTARAATTGCAAATCC
AATAAATACTCCRRCTCATATTARALCTGAATGATA? T CCTATTTGCATATTCAATTTTACGAGCAATTCCTAAT
RAAT



mtDNA Sitokrom Oksidaz | (COIl) bolgesi: 4 haplotip

Haplotip 1:

TTGTTACTAGTCATGCATTCCTAATAATTTTTTTTATAGT TATACCATTTTTAATTGGAGGAT TTGGARATTGGCT
TATTCCTTTAATACTAGGATCACCTGATATAGCATTCCCCCGAATAAATAATATTAGATTTTGATTACTTCCTCCC
TCATTATTTATACTTTTATTAAGARATTTATTTTATCCAAGACCAGGAACTGCGATGAACAGTATATCCACCATTAT
CAGCATATTTATATCATTCTTCACCTTCAGTAGATTTTGCAATTTTTTCTCTTCATATATCAGGAATTTCCTCAAT
TATAGGATCATTARACTTAATAGTTACAATTATAATAATAAAAAATTTTTCTATARATTATGACCRAATTTCATTA
TTTCCATGATCAGTTTTTATTACAGCAATTTTATTAATTATATCATTACCTGTATTAGCTGGAGCAATTACTATAC
TATTATTTGATCGAARATTTTAATACATCATTTTTCGATCCTATAGGAGGTGGAGATCCAATTCTTTATCAACATTT
ATTTTGATTTTTTGGTCATCCAGAAGTTTATATTTTAATTTTACCTGGATTTGGATTAATCTCTCATATTGTAATA
AATGARAGAGGAAARARAGARATTTTTGGTAATTTAAGAATAATTTATGCAATATTAGGAATTGGATTTCTAGGTT
TTATTGTTTGAGCACATCACATATTTACAGTCGGAT TAGATGTTGATACTCGAGCATATTTTACTTCAGCAACAAT
AATCATTGCTGTACCARCAGGAATTARAGTTTTTAGATGATTAGCAACTTATCATGGTTCARRATTAAAATTAAAT
ATTTCAATTTTATGATCACTAGGTTTTATTATACTATTTACTATTGGTGGATTAACAGGAATTATATTATCARATT
CITCTATTGATATTATTCTTCATGATACATATTACGTTGTTG

Haplotip 2:
TTGTTACTAGTCATGCATTCCTAATAATTTTTTTTATAGTTATACCATTTTTAATTGGAGGATTTGGARATTGGCT
TATTCCTTTAATATTAGGATCACCTGATATAGCATTCCCCCGAATARATAATATTAGATTTTGATTACTTCCTCCC
TCATTATTTATACTTTTATTAAGAAATTTATTTTATCCAAGACCAGGAACTGGATGAACAGTATATCCACCATTAT
CAGCATATTTATATCATTCTTCACCTTCAGTAGATTTTGCAATTTTTTCTCTTCATATATCAGGAATTTCCTCAAT
TATAGGATCATTAAACTTAATAGTTACAATTATAATAATAARAAATTTTTCTATAAATTATGACCAARATTTCATTA
TTTCCATGATCAGTTTTTATTACAGCAATTTTATTAATTATATCATTACCTGTATTAGCTGCGAGCAATTACTATAC
TATTATTTGATCGAAATTTTAATACATCATTTTTCGATCCTATAGGAGGTGGAGATCCAATTCTTTATCAACATTT
ATTTTGATTTTTTGGTCATCCAGAAGTTTATATTTTAATTTTACCTGGATTTGGATTAATCT CTCATATTGTAATA
AATGARAGAGGAARAAAAGARATTTTTGGTAATTTAAGAATAATTTATGCAATATTAGGAATTGGATTTCTAGGTT
TTATTGTTTGAGCACATCACATATTTACAGTCGGATTAGATGTTGATACTCGAGCATATTTTACTTCAGCAACAAT
AATCATTGCTGTACCAACAGGAATTAARGTTTTTAGATGATTAGCAACTTATCATGGTTCARAATTAAAATTARAT
ATTTCAATTTTATGATCACTAGGTTTTATTATACTATTTACTATTGCGTGGATTAACAGGAATTATATTATCARATT
CTTCTATTGATATTATTCTTCATGATACATATTACGTTGTTG

Haplotip 3:

TTGTTACTAGTCATGCATTCCTAATAATTTTTTTTATAGTTATACCATTTTTAAT TGGAGGATTTGGAAATTGACT
TATTCCTTTAATACTAGGATCACCTGATATAGCATTCCCCCGAATARATAATATTAGATTTTGATTACTTCCTCCC
TCATTATTTATACTTTTATTAAGAAATTTATTTTATCCAAGACCAGGAACTGGATGAACAGTATATCCACCATTAT
CAGCATATTTATATCATTCTTCACCTTCAGTAGATTTTGCAATTTTTTCTCTTCATATATCAGGAATTTCCTCAAT
TATAGGATCATTAAACTTAATAGTTACAATTATAATAATAAAARATTTTTCTATARATTATGACCAAATTTCATTA
TTTCCATGATCAGTTTTTATTACAGCAATTTTAT TAATTATATCATTACCTGTAT TAGCTGGAGCAATTACTATAC
TATTATTTGATCGAAATTTTAATACATCATTTTTCGATCCTATAGGAGGTGGAGATCCAATTCTTTATCAACATTT
ATTTTGATTTTTTGGTCATCCAGARGTTTATATTTTAATTTTACCTGGATTTGGATTAATCTCTCATATTGTAATA
AATGAAAGAGGAAARARAGAAATTTTTGGTAATTTARGAATAATTTATGCAATATTAGGAATTGGATTTCTAGGTT
TTATTGTTTGAGCACATCACATATTTACAGTCGGATTAGATGTTGATACTCGAGCATATTTTACTTCAGCAACAAT
AATCATTGCTGTACCAACAGGAATTAAAGTTTTTAGATGATTAGCAACTTATCATGGTTCAAAATTARAAATTAAAT
ATTTCAATTTTATGATCACTAGGTTTTATTATACTAT T TACTATTGGTGGATTAACAGGAATTATATTATCAAATT
CTTCTATTGATATTATTCTTCATGATACATATTACGTTGTTG

Haplotip 4:
TTGTTACTAGTCATGCATTCCTAATAATTTTTTTTATAGTTATACCATTTTTAATTGGAGGATTTGGARATTGGCT
TATTCCTTTAATACTAGGATCACCTGATATAGCATTCCCCCGAATARATAATATTAGATTTTGATTACTTCCTCCC
TCATTATTTATACTTTTATTAAGAAATTTATTTTATCCAAGACCAGGRACTGGATGAACAGTATATCCACCATTAT
CAGCATATTTATATCATTCTTCCCCTTCAGTAGATTTTGCAATTTTTTCTCTTCATATATCAGGAATTTCCTCAAT
TATAGGATCATTARACTTAATAGTTACAATTATAATAATAAAAAATTTTTCTATAAATTATGACCAAATTTCATTA
TTTCCATGATCAGTTTTTATTACAGCAATTTTATTAATTATATCATTACCTGTATTAGCTGGAGCAATTACTATAC
TATTATTTGATCGARATTTTAATACATCATTTTTCCATCCTATAGGAGCTGGAGATCCAATTCTTTATCAACATTT
ATTTTGATTTTTTGGTCATCCAGAAGTTTATATTTTAATTTTACCTGGATTTGGATTAAT CTCTCATATTGTAATA
AATGAAAGAGGAAAAAAAGARATTTTTGGTAATTTAAGAATAAT TTATGCAATATTAGGAATTGGATTTCTAGGTT
TTATTGT TTGAGCACATCACATATTTACAGTCGGATTAGATGT TGATACTCGAGCATATTTTACTTCAGCARCAAT
AATCATTGCTGTACCAACAGGAATTAAAGTTTTTAGATGATTAGCAACTTATCATGGTTCAARAATTAAAATTARAT
ATTTCAATTTTATGATCACTAGGTTTTATTATACTATTTACTATTGGTGGATTARCAGGAATTATATTATCARATT
CTTCTATTGATATTATTCTTCATGATACATATTACGTTGTTG



Mikrosatelit Lokus-alel frekansiarn: 6 lokus 45 alel
A24 Ap55 Ap3s1

Alel Frekans | Alel Frekans | Alel Frekans
90 0.0120 169 0.1408 | 123 0.0062
94 0.0181 171 05728 | 127 0.0864
96 0.0241 173 0.1845 [ 129 0.0432
98 0.3554 175 0.0291 | 131 0.0926
100 0.5663 177 0.0388 | 135 0.7284
102 0.0241 183 0.0340 | 137 0.0432
Hexp 05514 | Hexp. 0.6145 | Hexp. 0.4496
Hobs 0.5663 | Hobs. 0.7282 | H obs. 0.4074
B124 A113 A28

Alel Frekans | Alel Frekans | Alel Frekans
206 0.0321 | 208 0.0051 {131 0.1505
208 0.0064 | 222 0.0101 {133 0.7767
210 0.0064 | 224 0.0707 | 135 0.0631
216 0.0192 | 226 0.2980 | 137 0.0097
218 01731 | 228 0.1919

220 0.5385 | 230 0.1869 | Hexp. 0.3700
222 00513 | 232 0.0556 | H obs. 0.3981
224 0.0256 | 234 0.0404

226 0.0256 | 236 0.1010

228 0.0641 | 238 0.0101

230 0.0321 | 240 0.0303

234 0.0256

H exp. 0.8184
Hexp. 06689 [ Hobs.  0.8586
Hobs. 0.7051




“Ek-61: Gikeeada Arist Ekotipi

Tordl Bal Arisi (Apis mellifera L)
Irkt Giskeeada Arist Ekotipi
Ulyslararass Adi
Yerel Adi/ Adlan Gokeeada ansi
Yayilma Alani Canakkale [l Gokgeada ada alan
Verim Yoni Yiiksek iireme, iyi bal verimi
MORFOLOJIK OZELLIKLER]

Vileut Yapisi Genel Tanum Ird vilcut yapist (T5+T).
Vitcut Ortii Rengi Styah kitin, siyah scutellum, gri renkli uzun kil drifisit
Deri Rengi Siyah kitin tzeri gri kil Sreilsil

Bir gift birlegik (petek) gz

Gizler | Ustkismmda 3 adet ocelli adi verilen basit goz
E 10 segmenten olusan 2 adet anten
g Antenler | Koku alma, tat alma ve dokunma gorevieri
—
pd =
2] Ust dudak (labrum), bir gitt @ist ¢ene (mandibul), bir ¢ift ait ¢ene (maxilla) ve alt
N ; X
el dudaltan {labium) olusmugtar
uy
E Maxilla ve labium birlegerek hortum eklindeki dili (proboscis) olugturur
ABZ  [Yalayicremici tipte agiz yapsst

Dil Uzunlugu, mm-Uzan dil yapis: 6.422

6 segmentden olusan 3 cift bacak (coxa (cx), trochanter (ir), femur (fm), tibia

(th), tarsus (tar) ve pretarsus (PTar))

Yiiriime, tutunma, temizlik, polen ve propolis toplama gérevleri

Bacaklar

Arka bacak uzunlugu, mm 7.934
g Metatarsal indeks (MG/MUx100) 55236
g On ve arka olmak tizere iki ¢ift kanat | Kanat uzeniugu (Kall), mm | §.486
% Ugma ve havatandirma gérevi Kanat genigligi (KaG), mm | 2.893
e
{8 Kanatlar | ¢ Ay [32866° | Tus 115.989° | Ky [74.662° | Kithital a,mm | 0.484
3 5

= | Bejwonere | Jy |525%° | Gip |89.480° | Kitbital bmm | 0.226

I

.- __

%‘ ,g,, D; [102036° | [, fs9436° | Oz |36.538 ° | Kiibital indeks a/b

. _

&1 By |18138° | N, [88.180° 2.188
- N -
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Ergin anlann abdomenterinde 9 segment | Sindirim, ig organlar, mum salgt bezleri,

bulunur Nasanov bezi, igne
Ugiincit sternit genigligi (53@), mm 2823
Bal mumu salgi bezleri Mumaynast uzunfugu (MSU), mm 1.639
Mumaynast genisligi (MSG), mm 2342

Mumaynalart arasi mesafe (MAM), mm | 0.352

Altiner sternit uzunlugu (SsU), mm 2679

o Altmer sternit genigligi (S¢(G), mm 3215
g Sternum indeks (S61), (SsU/SsGx100) | 83432
é Ugiinci tergit genighigi (T3), mm 1,984
i’ Dérdiinci tergit genisligi (Ty), mm 1.953
g Viicut bidyikliigi (Ts:Tq), mm 3.937

ikinci tergit rengi (T:R), Skala 6.613

Usllngl tergit rengi (T5R), Skala 6787

Dérdiingil tergit rengi {T.R), Skata 3831

Kif uzuniugu (Ku), mm 0283

Kege bant genigligi (Ta), mm 1.186

Parlak zemin genistigi (Tb), mm 0.296

Tomentum indeks (T), (Ta/Th) 3178

DAVRANIS OZELLIKLERI

Hizlr gelisir

Giiglii koloniler olugturur

Yiiksek miktarda mum tiretir

Oful egilimi yiksek

Hirginhk davramsgi yiiksek

Bal yapma yetenegi yiiksek. Mugla, Anadolu, Trakya ve Kafkas ansindan daha fazla ba) tiretir

Ana artfarmun yumurtlama kapasiteleri yitksektir.




